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EDUCATION AND TRAINING

American University of Beirut. Beirut, Lebanon 	Biology			  B.S.  	 	 1999
American University of Beirut. Beirut, Lebanon	Biology			  M.Sc.	 	 2001
UT Southwestern Medical Center, Dallas, TX	Cell Biology   		  	  Ph.D.	 	 2006
(J. Shay and W. Wright)
The Rockefeller University, New York, NY		Cell Biology 			  Postdoc	 2011
							(T. de Lange) 

PROFESSIONAL APPOINTMENTS 

Graduate Research Assistant			UT Southwestern Medical Center, TX	     2001 – 2006
Postdoctoral Fellow 				The Rockefeller University, NY		     2006 – 2011
Assistant Professor				Skirball Institute, NYU, NY	      	    	     2012 – 2017
Associate Professor				Skirball Institute, NYU, NY	      	     	     2017 – 2020
Associate Professor with tenure		Skirball Institute, NYU, NY	      	     	     2020 – 2021
Member and Professor			Sloan Kettering Institute, MSKCC, NY	     2021 – 
PaineWebber Chair of Cancer Genetics 	Sloan Kettering Institute, MSKCC, NY	     2021 – 


HONORS AND AWARDS

2025		V Foundation all-star translational award 
2020		Mathers Foundation Award
2019		Pew Innovation Fund 
2019		Hirschl-Weill-Caulier Career Scientist Award
2018		Edward Mallinckrodt Jr. Foundation Scholar Award
2016		Pershing Square Sohn Prize for Young Investigator
2015		Runner-up; AAAS Martin and Rose Wachtel Cancer Research Award
2014		The David and Lucile Packard Foundation 
2014		NIH Director’s New Innovator Award 
2014 		Pew-Stewart Scholars for Cancer Research Award
2014		V Foundation for Cancer Research Scholar Award
2013	Damon Runyon Rachleff Innovator Award 
2013		Breast Cancer Alliance Award
2013		Human Frontier Science Program Young Investigator Award 
2010		Blavatnik Award for Young Scientists; Finalist in the post-doctoral category 
2007	Post-doctoral fellowship, Susan G. Komen for the Cure
2006		Nominata Award; UT Southwestern Medical Center. Dallas, TX 
1999               Dean’s Honor List. American University of Beirut. Beirut, Lebanon



PUBLICATIONS

1. Jalan M, Brambati A, Shah H, McDermott N, Patel J, Zhu Y, Doymaz A, Wu J, Anderson KS, Gazzo A, Pareja F, Yamaguchi TN, Vougiouklakis T, Ahmed-Seghir S, Steinberg P, Neiman-Golden A, Azeroglu B, Gomez-Aguilar J, da Silva EM, Hussain S, Higginson D, Boutros PC, Riaz N, Reis-Filho JS, Powell SN, Sfeir A*. (2025)  RNA transcripts serve as a template for double-strand break repair in human cells. Nat Commun. May 2025 10;16(1):4349. doi: 10.1038/s41467-025-59510-x. PMID: 40348775
2. Fu, Y#, Land M#, Cui R, Kavlashvili T, Kim M, Lieber T, DeBitetto E, Reznik E, Sharma R, Chaligne R, Thompson C, Dana Pe’er D and Sfeir A*. (2025) Engineering mtDNA Deletions by Reconstituting End-Joining in Human Mitochondria. Cell. May 2025 May 15;188(10):2778-2793.e21. doi: 10.1016/j.cell.2025.02.009. PMID: 40068680
3. Fu Y, Sacco O, DeBitetto E, Kanshin E, Ueberheide B, and Sfeir A*. (2023) Mitochondrial DNA Breaks Activate an Integrated Stress Response to Reestablish Homeostasis. Mol Cell. Oct 19;83(20):3740-3753.e9. doi: 10.1016/j.molcel.2023.09.026 . PMID: 37832546
4. Brambati A, Sacco A, Porcella S, Heyza J, al-Kareh M, Schmidt J, and Sfeir A*. (2023) RHINO directs MMEJ to repair DNA breaks in mitosis. Science. Aug 11;381(6658):653-660. doi: 10.1126/science.adh3694. PMID: 37440612
5. Bubenik M …… Sfeir A, …. Gallant M*. (2022) Identification of RP-6685, an orally bioavailable compound that inhibits the DNA polymerase activity of Polθ. J.Med. Chem. Oct 13;65(19):13198-13215. doi: 10.1021/acs.jmedchem.2c00998. PMID: 36126059. 
6. Barry RM, Sacco O, Mameri A, Stojaspal M, Kartsonis W, Shah P, De Ioannes P, Hofr C, Côté J, and Sfeir A*. (2022) RAP1 regulates TIP60 function during fate transition between 2 cell-like and pluripotent states. Genes and Development. Mar 1;36(5-6):313-330. doi: 10.1101/gad.349039.121. PMID: 35210222. 
7. Penev A, Bazley A, Shen M, Boeke J, Savage SA, and Sfeir A*. (2020) Alternative splicing is a developmental switch for hTERT expression. Mol Cell.  Apr 6:S1097-2765(21)00228-8. doi: 10.1016/j.molcel.2021.03.033. PMID: 33852895. 
8. Tigano M, Vargas DC, Fu Y, Tremblay-Belzile S, and Sfeir A*. (2021) Nuclear sensing of mitochondrial DNA breaks enhances immune surveillance. Nature. Feb 24. doi: 10.1038/s41586-021-03269-w. PMID: 33627873. 
9. Smith MJ, Querido E, Chartrand C*, and Sfeir A*. (2020) Quantitative imaging of MS2-tagged hTR in Cajal Bodies: photobleaching and photoactivation. STAR protocols. Sept 25,2020. DOI: 10.1016/j.xpro.2020.100112. PMID: 33377008.
10. Querido E, Sfeir A*, and Chartrand C*. (2020) Imaging of telomerase RNA by single molecule inexpensive FISH combined with immunofluorescence. STAR protocols. Sept 11,2020. DOI: 10.1016/j.xpro.2020.100104. PMID: 33111129.
11. Pinzaru AM, Lamm N, Al-Kareh M, Lazzerini-Denchi E, Cesare AJ, and Sfeir A*. (2020) Telomere relocalization to the nuclear pore complex in response to replication stress. Genes and Development. 34:1-19 doi/10.1101/gad.337287. PMID: 33122293. 
12. Laprade H, Querido E, Smith MJ, Guerit D, Crimmins H, Conomos D, Pourret E, Chartrand C*, and Sfeir A*. (2020) Single-molecule imaging of telomerase RNA reveals a Recruitment-Retention model for telomere elongation. Mol Cell. Jul 2;79(1):115-126.e6. doi: 10.1016/j.molcel.2020.05.005. PMID:32497497.
13. Mateos-Gomez P, Kent T, Deng SK, McDevitt S, Kashkina E, Hoang TM, Pomerantz, R, and Sfeir A*. (2017) The helicase domain of Polθ counteracts RPA to promote alt-NHEJ. NSMB. Dec;24(12):1116-1123. doi: 10.1038/nsmb.3494. PMID: 29058711. 
14. Phillips A, Miller A, Tigano M, Dubois S, Crimmins H, Babin L, Piganeau M, Brune E*, and Sfeir, A*. (2017) Single-Molecule Analysis of mtDNA Replication Uncovers the Basis of the Common Deletion.  Mol Cell. Jan 11. pii: S1097-2765(16)30852-8. PMID: 28111015. 
15. Kent T, Mateos-Gomez P, Sfeir A, and Pomerantz R. (2016) Polymerase θ is a Robust Terminal Transferase that Oscillates Between Three Different Mechanisms During End-Joining. Elife. Jun 17. DOI:10.7554/eLife.13740. PMID: 27311885. 
16. Pinzaru A, Hom R, Beal A, Phillips A, Ni E, Cardozo T, Nair N, Choi J, Wuttke D, Sfeir A*, and Lazzerini-Denchi E*. (2016) Telomere Replication Stress Induced by POT1 Inactivation Accelerates Tumorigenesis. Cell Reports. June 7. DOI:10.1016/j.celrep.2016.43. PMID: 27239034.
17. Tong A, Stern J, Sfeir A, Kartawinata M, de Lange T, Zhu X and Bryan T*. (2015) ATM and ATR Signaling Regulate the Recruitment of Human Telomerase to Telomeres. Cell Reports. Nov 24;13(8):1633-46. doi: 10.1016/j.celrep.2015.10.041. PMID: 26586433.
18. Mateos-Gomez PA, Gong F, Nair N, Miller KM, Lazzerini-Denchi E, Sfeir A*. (2015) Mammalian Polymerase Theta Promotes Alternative-NHEJ and Suppresses Recombination. Nature. Feb 12;518(7538):254-7. doi: 10.1038/nature14157. PMID: 25642960.
19. Ahmed EA, Sfeir A, Takai H, Scherthan H*. (2013) Ku70 and non-homologous end joining protect testicular cells from DNA damage. J Cell Sci. Jul 15;126(Pt 14):3095-104. PMID: 23857907.
20. Yeung F, Mateos-Gomez P, Pinzaru A, Ceccarini G, Kabir S, and Sfeir A*. (2013) Non-telomeric role for RAP1 in regulating metabolism and protecting against obesity. Cell Reports. S2211-1247(13)00249-0. PMID: 23791522.
21. Zimmermann M, Lottersberger F, Buonomo S, Sfeir A, and de Lange T* (2013). 53BP1 regulates DSB repair using Rif1 to control 5’ end resection. Science. Feb 8;339(6120):700-4. doi: 10.1126/science.1231573. PMID: 23306437.
22. Sfeir A and de Lange T* (2012). Removal of shelterin reveals the telomere end-protection problem. Science. May 4;336(6081):593-7. doi: 10.1126/science.1218498. PMID: 22556254.
23. Scherthan H, Sfeir A and de Lange T* (2011). Rap1-independent telomere attachment and bouquet formation in mammalian meiosis. Chromosoma. Apr;120(2):151-7. doi: 10.1007/s00412-010-0295-4. Epub 2010. Oct 7. PMID: 20927532.
24. Sfeir A, Kabir S, van Overbeek M, Celli G, and de Lange T* (2010). Loss of Rap1 induces telomere recombination in absence of NHEJ or a DNA damage signal. Science. Mar 26;327 (5973):1657-61. doi:10.1126/science.1185100. PMID: 20339076. 
25. Zhao Y, Sfeir AJ, Zou Y, Buseman CM, Chow TT, Shay JW*, Wright WE* (2009). Telomere extension occurs at most chromosome ends and is uncoupled from fill-in in human cancer cells. Cell. Aug 7;138(3):463-75. doi: 10.1016/j.cell.2009.05.026. PMID: 19665970.
26. Sfeir A, Settapong K, Hockemeyer D, McRae SL, Karlseder J, Schildkraut K, and de Lange T* (2009). Mammalian telomeres resemble fragile sites and require TRF1 for efficient replication. Cell. Jul 10; 138(1):90-103. doi: 10.1016/j.cell.2009.06.021. PMID: 19596237. (Cover)
27. Chai W, Sfeir AJ, Shay JW* and Wright WE*. (2006) The MRN complex is required for the generation of proper G-overhangs at human telomeres. EMBO Reports. Feb;7(2):225-30. doi: 10.1038/sj.embor.7400600. PMID: 16374507.
28. Hockemeyer D, Sfeir AJ, Shay JW, Wright WE and de Lange T* (2005). POT1 protects telomeres from a transient DNA damage response and determines how human chromosomes end. EMBO J. ul 20;24(14):2667-78. doi: 10.1038/sj.emboj.7600733. PMID: 15973431.
29. Sfeir AJ, Chai W, Shay JW* and Wright WE*. (2005). Telomere-end processing: the terminal nucleotide of mammalian chromosomes. Mol Cell. Apr 1;18(1):131-8. doi: 10.1016/j.molcel.2005.02.035. PMID: 15808515.
30. Talhouk RS, Elble R, Bassam R, Daher M, Sfeir A, Mosleh LA, El-Khoury H, Hamoui S, Pauli, B and El-Sabban ME*. (2005). Developmental expression and regulation of connexins in the murine mammary gland: Expression of Connexin 30 in lactogenesis. Cell Tissue Res. Jan; 319(1):49-59. doi: 10.1007/s00441-004-0915-5. PMID: 15517403. 
31. Zhou Y, Sfeir A, Gryaznov SM, Shay JW and Wright WE*. (2004). Does a sentinel or a subset of short telomeres determine replicative senescence? Mol Biol Cell. Aug;15(8):3709-18. doi: 10.1091/mbc.e04-03-0207. PMID: 15181152. 
32. El-Sabban M*, Sfeir A, Daher M, Kalaany N, Bassam R, and Talhouk R*. (2003). Gap Junctional Communication Induces b-Casein Expression in Mammary Epithelial Cells in the Absence of Cell/ECM Interaction. J. Cell Science. Sep 1;116(Pt 17):3531-41. doi: 10.1242/jcs.00656. PMID: 12893812.
33. Davies BA, Topp JD, Sfeir AJ, Katzmann DJ, Carney DS, Tall GG, Freidberg AS, Deng L, Chen Z, Horazdovsky BF*. (2003) Vps9p CUE domain ubiquitin binding is required for efficient endocytic protein traffic. J Biol Chem. May 30;278(22):19826-33. doi: 10.1074/jbc.M301059200. PMID: 12654912. 

Reviews and perspectives: 

34. Billing D, Sfeir A*. The Role of Microhomology-Mediated End Joining (MMEJ) at Dysfunctional Telomeres. Cold Spring Harb Perspect Biol. 2025 Feb 3;17(2):a041687. doi: 10.1101/cshperspect.a041687.PMID: 39500624.
35. Sfeir A*. (2024) Obscure DNA sequences unveil a new cancer target. Nat Struct Mol Biol. 2024 Jul 8. doi: 10.1038/s41594-024-01347-x. PMID: 38977900.
36. Sfeir A*, Tijsterman M, McVey M. (2024) Microhomology-Mediated End Joining Chronicles: Tracing the Evolutionary Footprints of Genome Protection. Annu Rev Cell Dev Biol. 2024 Jun 10. doi: 10.1146/annurev-cellbio-111822-014426. PMID: 38857538.
37. Sfeir A*, Fishell G, Schier AF, Dustin ML, Gan W, Joyner A, Lehmann R, Ron D, Roth D, Talbot W, Yelon D, Zychlinsky A. (2022) Basic science under threat: Lessons from the Skirball Institute. Cell. Mar 3;185(5):755-758. doi: 10.1016/j.cell.2022.02.008. PMID: 35245477.
38. Penev A, Markiewicz-Potoczny M, Sfeir A*. Lazzerini Denchi E*. (2022) Stem cells at odds with telomere maintenance and protection. Trends Cell Biol. Jun;32(6):527-536. doi: 10.1016/j.tcb.2021.12.007. PMID: 35063336
39. Chartrand P and Sfeir A*. (2020) A single-molecule view of telomerase regulation at telomeres. Molecular & Cellular Oncology. Sep 20;7(6):1818537. doi: 10.1080/23723556.2020.1818537. PMID: 33241110.
40. Fu Y, Tigano M, Sfeir A*. Safeguarding mitochondrial genomes in higher eukaryotes. Nat Struct Mol Biol. Aug;27(8):687-695. doi: 10.1038/s41594-020-0474-9. PMID: 32764737.
41. Brambati A, Barry R, and Sfeir A*. (2020) DNA Polymerase theta (Pol) – an error-prone polymerase necessary for genome stability. Current Opinion in Genetics & Development. Feb;60:119-126. doi: 10.1016/j.gde.2020.02.017. PMID: 32302896.
42. Sfeir A*, Denchi EL. (2016) Stressed telomeres without POT1 enhance tumorigenesis. Oncotarget. 2016 Jul 26;7(30):46833-46834. doi: 10.18632/oncotarget.10600. PMID: 27419638
43. Lazzerini-Denchi E and Sfeir A*. (2016) Stop pulling my strings - what telomeres taught us about the DNA damage response. Nature Review Molecular Cell Biology. Jun;17(6):364-78. doi: 10.1038/nrm.2016.43. PMID: 27165790. 
44. Sfeir, A*, Symington, L*. (2015) Microhomology-Mediated End Joining: A Back-up Survival Mechanism or Dedicated Pathway? Trends Biochem Sci. Sep 21. pii: S0968-0004(15)00158-9. PMID: 26439531
45. Sfeir A* (2012). Telomeres at a glance. (Review). J. Cell Science. Sep 15;125 (Pt 18):4173-8. doi: 10.1242/jcs.106831. PMID: 23135002. 
46. Kabir S, Sfeir A and de Lange T* (2010). (Review). Taking apart Rap1: An adaptor protein with telomeric and non-telomeric functions. Cell Cycle. Oct 15;9(20):4061-7. doi: 10.4161/cc.9.20.13579. Epub 2010 Oct 10. PMID: 20948311. 
47. Sfeir AJ, Shay JW, and Wright WE*. (2005). (Review).  Fine-tuning the chromosome ends. Cell Cycle Nov;4(11):1467-70. doi: 10.4161/cc.4.11.2161. Epub 2005 Nov 8. PMID: 16258279. 

Book Chapters:

48. Tigano M, Phillips AF, Sfeir A*. “Single-molecule analysis of mtDNA replication with high resolution.” Methods Cell Biol. 2020;155:401–414. doi:10.1016/bs.mcb.2019.10.005
49. Fontanesi F, Tigano M, Fu Y, Sfeir A, and Barrientos A. “Human mitochondrial transcription and translation.” Book Chapter in “The human mitochondrial genome: from basic biology to disease” from Elsevier Academic Press. Chapter 2, Pages 35-70
50. Tigano M, Phillips AF, Sfeir A*. “In vivo analysis of mtDNA replication at the single molecule level and with high resolution.” Book Chapter for Methods in Molecular Biology. Volume 155, 2020, Pages 401-414
(*) corresponding author


RESEARCH SUPPORT

Active
PI	Breast Cancer Alliance. Investigating the Impact of DNA Repair by MMEJ On Therapy Resistance 7/1/2025 – 6/30/2026
PI 	NIH/NCI. R01. “Investigating the role of Microhomology-Mediated End-Joining (MMEJ) in Mitosis and its impact on drug resistance.” 7/1/2025 - 6/30/2030 
PI	NIH/NCI. R01. “Investigating Extrachromosomal DNA (ecDNA) Segregation and Repair in Cancer.” 7/1/2025 - 6/30/2030
PI	V foundation all-star award: “Investigating the Role of Mutagenic DNA Repair in Cancer Therapy Resistance”. 7/15/2025 - 7/14/2030
PI 	NIH/NIGMS. R01. “Investigating telomerase dynamics in live cells at a single‑molecule level”. 7/1/2023 – 6/30/2028
PI 	NIH/NIA. R01.  “Investigating the impact and dynamic of mitochondrial common deletion in somatic cells. 12/1/2023 – 11/30/2028
Co-PI  	NIH/NCI. R01. “POLQ Synthetic Lethality in Pancreatic Adenocarcinoma”. 02/06/19 –   05/30/25
Co-PI 	NIH/NCI. SPORE. MSK SPORE in Genomic Instability in Breast Cancer. 8/13/2020 – 7/31/2025

Fellowships for Current Lab Members: 
Ron Baik 		Experimental Immuno-Oncology (EIO) scholar
Tamar Kavlashvili  	Damon Runyon post-doc fellowship 
Megan Kelley  	NIH/NCI F32 grant 
Bill Diplas 		K12 – Clinical Translational Cancer Research Training Program
Hina Shah 		NIH/NCI F31 grant 
Madison Rex 		NIH/NCI F31 grant

Completed 
PI 	NIH-DP2/Innovator award. “Telomere-independent strategies to protect chromosome ends.” 10/30/14 – 10/29/19. 
PI	NIH-R01/NIDDK. “Deciphering the extra-telomeric function of Rap1, a metabolic regulator, is counteracting obesity”. 09/30/14 – 09/29/19. 
PI	NIH/NCI. “Define the role of POT1 mutations in genome instability and cancer”. 07/01/18 – 06/30/23. 
PI 	Edward Mallinckrodt Jr. Foundation Scholar Award. “Investigating the mitochondrial common deletion.” 11/01/18 –10/30/22. 
PI	Hirschl-Weill-Caulier. “Investigating telomerase regulation in pluripotent cells”. 02/01/19 – 01/30/24. 
PI		Mathers Foundation Award. “Editing mitochondrial genomes”. 07/01/21 – 06/30/24
PI 	STARR Cancer Research Foundation. “Characterizing the impact of mitochondrial DNA mutations on colorectal cancer.” 01/01/22 – 12/31/23.
PI	Functional Genomic Initiative. “Targeting alternative lengthening of telomeres (ALT) in cancer.” 01/01/23 – 12/31/24.
PI 	The David and Lucile Packard Foundation. “Understanding the mechanistic basis of mitochondrial genome instability.” 11/01/14 – 10/30/20. 
PI 	Damon Runyon Cancer Research Foundation Rachleff Innovation Award. “Mitochondrial genomic instability and cancer: Causes and Consequences.” 01/01/13 – 12/31/15
PI 	V Foundation for Cancer Research Scholar Award. “Targeting Polymerase Theta Mediated Double-Strand Break (DSB) Repair in Breast Cancer.” 10/01/14 – 09/30/16
PI 	Breast Cancer Alliance Award. “Targeting alt-NHEJ Repair in Breast Cancer.” 01/01/13-12/31/14
PI 		HFSP Young Investigator Award. “Mitochondrial Gene targeting”. 9/1/2013-8/31/2017
PI 	Pew Charitable Trusts Biomedical Scholars Award. “Survival of mammalian cells in the absence of telomeres.” 09/01/14 – 08/31/18. 
PI	Pershing Square Sohn Prize for Young Investigator in Cancer Research. “Investigating error-prone DNA repair in cancer.” 07/01/16 – 06/30/19. 
Co-PI 	Pew Charitable Trusts Innovation Award (collaborative). “Develop a mitochondrial gene targeting approach to investigate its mode of inheritance.” 09/01/19 – 08/31/21. 
PI	NYSTEM cell foundation. “Identifying Telomerase Regulators in Pluripotent Cells”. 09/01/14 – 08/31/16. 
PI	Shifrin-Myers Breast Cancer Discovery Fund. “Targeting alternative Non-Homologous End-Joining (alt- NHEJ) repair in breast cancer.” 09/01/15 – 08/31/16.

SCIENTIFIC LEADERSHIP 
Founder/Co-founder of a startup
2017 – current		Consultant – Repare Therapeutics. http://www.reparerx.com/
2017 – current 	Co-founder – Repare Therapeutics. http://www.reparerx.com/

Editorial responsibilities 
2022 – 2024 		Chairperson of a Scientific Review Group: NIH – Cancer Etiology 
2020 – 2024		Permanent member: NIH – Cancer Etiology 
2021 – current 	Damon Runyon Cancer Foundation post-doc fellowship panel 
2021 – current		Ad Hoc reviewer: Pew Foundation 
2019 – 2024  		Ad Hoc reviewer: NIH – Pioneer Award, Innovator Award, F grants
2012 – current 	Ad Hoc review for V Foundation, Mathers Foundation, European Research Council, Cancer Research UK, National Science Foundation, German-Israeli Foundation, Breast Cancer Alliance. 
2012 – current 	Reviewer: Science, Nature, Cell, Molecular Cell, Cell Reports, Developmental Cell, PNAS, Aging Cell, Embo Reports, eLife, Journal of Cell Biology, Nature Communication, Nature Cell Biology, Nature Structure Molecular Biology
2018 – current 	Advisory editorial board: Life Science Alliance, Molecular Cancer, NAR cancer 

Scientific/external Advisory board member 
· UC San Diego Moores Cancer Center, External Advisory Board 
· Swiss Institute of Experimental Cancer Research (ISREC) at EPFL, Advisor Board 
· Vanderbilt University School of Medicine, Basic Sciences, External Advisory Council 
· King Hussein Cancer foundation award, Advisory council 

Conference organizer
2026 – 2030	Co-organizer of the Embo workshop on Telomere Function in Health and Disease 
2026 – 2028	Vice-chair, then Chair of GRC Conference on Mutagenesis 
2025		Co-organizer of Embo/EMBL symposium: The ageing genome: from mechanisms to disease
2025 		Co-organizer of FASEB Conference: Mechanisms of Mitochondrial DNA Mutation and Repair 
2023 & 2025	Co-organizer of Fusion Conference on Balancing Genome Fidelity & Plasticity
2021		Organizer of Mito-nuclear crosstalk special session, ASCB annual meeting

Memberships, offices, and committee assignments in professional societies
2020 – current			American Society of Cell Biology
2006 – current			New York Academy of Science 
2022 – current 		Harvey Society Council member 

Major Administrative Responsibilities
2023 – current			Member of Research Governance Council, MSKCC
2023 – current			Member of Steering Committee, MSKCC
2023 – 2025			Member of Women in Science taskforce, MSKCC
2021 – 2023 	Member of Sloan Kettering Institute committee for admissions and promotions, (SKICAP) MSKCC. 
2021 – 2023			Member of the Admissions committee, GSK graduate school, MSKCC
2021 – current			Member of the Admissions committee, BCMC graduate school, Weill Cornell
2017 – 2021			Director for genome integrity course, Sackler, NYU
2014 – 2021			Graduate Advisor, Genome Integrity training program, Sackler, NYU
2016 – 2021			Director for DSCSI course module, Sackler, NYU

Teaching experience
2021 – current 		Logic and Critical analysis (MSKCC) 	PhD Students 
2021 – current 		Core course -From Genes to Cells (Cornell)	PhD Students 
2014 – 2021			Cancer Biology (NYU)			Medical Students	
2017 – 2021			DSCSI	(NYU)					PhD Students			
2015 – 2021			Genome Integrity (NYU)			PhD Students		
2014 – 2016 			Cornerstones of Central Dogma (NYU)	NYU-biology 	
2014 – 2016			Grants writing class (NYU)			PhD Students		
2014 – 2016 			Journal Club-CMB (NYU)			PhD Students		
2012 – 2016			Stem Cell Biology (NYU)			PhD Students		
2012 – 2015			Developmental Biology (NYU)		PhD Students	
2012 – 2014			Foundations I	(NYU)				PhD Students	

Service on the thesis committee
Name						time period			supervisor 	
Samsara Upadhya				2022 – current			T. Meyer (Weill Cornell)
Charles Ng 					2022 – current			C. Thomspon (MSKCC)
Josefine Striepen				2021 – current			J. Maciejowski (MSKCC)
Deepika Prasad				2021 – current			M. Jasin (MSKCC)
Ana Sanchez					2022 – 2025			S. Shuman (MSKCC)
Adhithi Raghavan				2021 – 2025			A. Hochwagen (NYU)
Pan Cheng					2020 – 2024			T. Davoli (NYU)
Aaron Schwartz				2018 – 2023			J. Nance (NYU)
Max Haase					2018 – 2023			J. Beoke (NYU)
Natasha Morse				2017 – 2021			D. Smith (NYU)
Dhaval Dixit					2017 – 2022			S. Schwab (NYU)
Emily Swanzey 				2016 – 2020			M. Statdfeld (NYU)
Peter Tonzi 					2016 – 2019			T. Huang (NYU)
Sun, Xiaoji 					2016 – 2019			J. Boeke (NYU)
Lena Lau 					2015 – 2019			G. David (NYU)
Charles Ng 					2015 – 2018			D. Littman (NYU)
Havva Ortabozkoyun Kara 			2015 – 2022			D. Reinberg (NYU)
Matthew Robert Paul 				2014 – 2019			A. Hochwagen (NYU)
Lili Blumenberg 				2014 – 2018			J. Skok (NYU)
Juhee Pae 					2014 – 2018			R. Lehmann (NYU)
John Dankert 					2013 – 2016			M. Pagano (NYU)
Leroy Robinson 				2013 – 2013			D. Keefe (NYU)


MENTORING OF GRADUATE STUDENTS, RESIDENTS AND POST-DOCTORAL FELLOWS 

Current:

Name						Position			Time period		

Ron Baik					PhD student 			2021 –	 
Emily DeBitetto 				PhD student			2022 – 
Hina Shah					PhD student 			2022 – 
Madison Rex 					MSTP student	 		2022 –
Monia Salvaraj 				PhD student 			2023 – 
Simon Zhang					PhD student			2024 –
Toby Leiber 					Senior Scientist		2021 –
Tamar Kavlashvili				Post-doc			2023 –
Megan Kelley					Post-doc			2024 –
Bill Diplas 					Rad. Onc. Fellow 		2022 –
David Billing 					Rad. Onc. Fellow 		2022 –
Elim Choi					Research Assistant		2024 –
Oluchi Ezekwenna				Research Assistant		2024 –



Past:

Name				Position		Time period		Current Position

Yi Fu			PhD student		2016 –	 2023 		Post-doc; University of 									Washington
Alex Penev	MSTP student 	2015 –	2020		Pathology resident;								University of Washington
Raymond Barry		MSTP student		2016 –	2022		Surgery resident; 												NYU School of Medicine 
Alexandra Pinzaru 		PhD student 		2012 – 2018 		Post-doc; Rockefeller Univ.
Aaron Philips 			PhD student 		2013 – 2017		Scientist; Volastra therapeutics
Alessandra Brambati 	Post-doc 		2018 –	2024		Assistant Professor, University 						of Colorado, Anchutz
Marco Tigano 			Post-doc 		2014 – 2021		Assistant Professor; Thomas 
                                                                                                    Jefferson University
Michael Smith			Post-doc		2018 –	2021		Specialist Leica 
Samuel Tremblay Belzille	Post-doc		2018 – 2022		Consultant
Sarah Deng 			Post-doc 		2015 – 2017		Scientist; Regeneron
Pedro-Mateos Gomez		Post-doc 		2012 – 2017		Group leader; University of 
										Alcala, Spain
Ruchira Ranaweera		Post-doc		2013 – 2014		Post-Doc Univ. of Miami
Olivia Sacco			Research assistant	2021 – 2023		PhD student Harvard Univ. 
Mike Al-Kareh			Research assistant	2019 – 2024		PhD student UCSD
Frank Yeung 			Research assistant	2012 – 2014		MD/PhD student NYU
Hannah Crimmins 		Research assistant	2015 – 2019		Bristol Myers Squibb
Alejandro Friedman 		Research assistant	2019 – 2021		MD Stony Brook Medicine
Danielle Vargas                      Intern 			2018 – 2020		MD; New York Medical 				                        College 
Lillian Walton Masters 	Intern			2015 – 2018		MD; Thomas 
                                                                                                         Jefferson University	
William Kartsonis 		Intern			2017 – 2019		MD; Stony Brook Medicine



PATENTS 

1. Compositions and methods for enhancing CRISPR activity by PolQ inhibition. Filed October 7, 2015. 
2. Composition and methods for engineering precise mitochondrial DNA deletions via end-joining. Filed June 20, 2025.


INVITED TALKS

Research Institutions

· Yale Cancer Center Distinguished Lecture. Boston University. New Haven. CT. April 2025. “Two Genomes, One Balance: Mitochondrial and Nuclear DNA Stability.”
· Boston. MA. December 2024. “Two Genomes, One Balance: Mitochondrial and Nuclear DNA Stability.”
· Vanderbilt University. APEX lecture. Nashville. TN. October 2024. “Two Genomes, One Balance: Mitochondrial and Nuclear DNA Stability.”
· LMB. Cambridge. England. July 2024. “Separate but Connected: Mitochondrial and Nuclear Genome Stability” 
· Department. Durham. NC. March 2024. “Separate but Connected: Mitochondrial and Nuclear Genome Stability” 
· Mount Sinai School of Medicine. Developmental Biology. New York. NY. February 2024. “Separate but Connected: Mitochondrial and Nuclear Genome Stability” 
· Oxford University. MRC Weatherall Institute of Molecular Medicine. Oxford. UK. November 2023. “Separate but Connected: Mitochondrial and Nuclear Genome Stability” 
· Cornell University. Molecular Biology department. Ithaca. NY. April 2023. “Separate but Connected: Mitochondrial and Nuclear Genome Stability” 
· The University of Toronto. Keynote speaker for genome stability symposium. Toronto. CA. April 2023. “Separate but Connected: Mitochondrial and Nuclear Genome Stability” 
· Columbia University. Microbiology department. New York. NY. February 2023. “Separate but Connected: Mitochondrial and Nuclear Genome Stability”
· Columbia University. Microbiology department. New York. NY. February 2023. “Separate but Connected: Mitochondrial and Nuclear Genome Stability”
· UTSW. Radiation Oncology department. Dallas. Tx. February 2023. “The Complex Role of DNA Repair Pathways in Evolution and Cancer”
· UCSF. Biochemistry department. San Francisco. CA. November 2022. “A tale of two genomes: DNA repair in the mitochondria and the nucleus.” 
· The University of Pittsburgh. Hillman Cancer Center. Pittsburgh. PA. June 2022. “Genome Stability Program retreat. A tale of two genomes: DNA repair in the mitochondria and the nucleus”. Keynote speaker.
· Washington University. Center for Genome Integrity. St Louis, MI. April 2022. “A tale of two genomes: DNA repair in the mitochondria and the nucleus.” Keynote speaker.
· University of Linkoping, Sweden (zoom). September 2021. “A tale of two genomes: DNA repair in the mitochondria and the nucleus.”
· University of Texas at San Antonio. Barshop Seminar Series. San Antonio. Tx. (zoom). September 2021. “A tale of two genomes: DNA repair in the mitochondria and the nucleus.”
· University of Colorado, Denver (zoom). Department of Biochemistry and Molecular Genetics. Denver. CO. April 2021. “A tale of two genomes: DNA repair in the mitochondria and the nucleus.”
· UPENN. Cancer Biology department. Philadelphia. PA. (zoom). April 2021. “Alternative splicing is a developmental switch for telomerase.” 
· NIH. NCI. Bethesda. MA. March 2021. (zoom). "A tale of two genomes: DNA repair in the mitochondria and the nucleus.”
· Stanford University. Biology Department. Palo Alto. CA. March 2020. “A tale of two genomes: DNA repair in the mitochondria and the nucleus.” 
· Netherlands Cancer Institute (NKI). International seminar series. Amsterdam. The Netherlands. December 2019. “Maintaining genome stability: nuclear and mitochondrial.” 
· Univ. Toronto. Student seminar series. Toronto. Canada. November 2019. “Regulation and Dynamics of telomerase in human cells.”
· NIEHS. NIH. Bethesda. MA/ November 2019. “Maintaining genome stability: nuclear and mitochondrial.” 
· Stanford University. Cancer Institute. Palo Alto. CA. June 2019. “Maintaining genome stability: nuclear and mitochondrial.” 
· MSKCC. Molecular Biology department. New York. NY. April 2019. “Maintaining genome stability: nuclear and mitochondrial.”  
· Yale. Radiation therapy department. New Haven. CT. February 2019. “Maintaining genome stability: nuclear and mitochondrial.”  
· Harvard University. Biological Chemistry and Molecular Pharmacology. Boston. MA. December 2018. “Maintaining genome stability: nuclear and mitochondrial.” 
· University of Minnesota Medical School. Biochemistry, Molecular Biology and Biophysics. Minneapolis. MN. October 2018. “Maintaining our genomes: nuclear and mitochondrial.”
· Copenhagen Bioscience Center. Protein signaling. Copenhagen, Denmark. October 2018. “Single-molecule analysis of telomerase RNA in cancer cells.”
· Stanford University. Department of Chemical and Systems Biology. Stanford, CA. April 2018, “Maintaining our genome: whenever, wherever.”
· Washington University in St. Louis. Department of Medicine. St Louis. TN. February 2018. “Maintaining our genome: whenever, wherever.”
· Vanderbilt University. Biochemistry department. Nashville. TN. January 2018. “Maintaining our genome: whenever, wherever.”
· University of Miami. Biochemistry department. December 2017. “Maintaining our genomes: Nuclear and Mitochondrial.”
· University of Copenhagen. Center for Protein Research. October 2017. “Maintaining our genomes: Nuclear and Mitochondrial.”
· The Rockefeller University. Anderson Cancer Center seminar series. New York. NY. June 2017. “Maintaining our genomes: nuclear and mitochondrial.”
· Ecole Polytechnique Federal de Lausanne – EPFL. Lausanne, Switzerland. February 2017. “Maintaining our genomes: Nuclear and Mitochondrial.”
· University of Pittsburg. Department of Microbiology and Molecular Genetics. Pittsburg, PA. January 2017. “Maintaining our genomes: nuclear and mitochondrial.”
· Harvard University. Department of Biology. Boston. MA. December 2016. “Maintaining our genome: nuclear and mitochondrial.”
· Yale University. Dept. of Molecular, Cellular and Developmental Biology. New Haven, Connecticut. November 2016. “Maintaining our genome: whenever, wherever.”
· Univ. Toronto. Biochemistry department. Toronto. Canada. October 2016. “Maintaining our genome: whenever, wherever.”
· IMCB. A-star. Singapore. July 2016. “Maintaining our genome: whenever, wherever.”
· Univ. Montreal. Biochemistry department. Montreal. Canada. May 2016. “Maintaining our genome: whenever, wherever.”
· UCSF. Helen Diller Family Comprehensive Cancer Center. San Francisco. CA. April 2016. “Maintaining our genome: whenever, wherever.”
· Harvard Medical School. Dana Farber Cancer Center. Boston, MA. February 2016. “Telomere and DNA repair: Enemies with benefits.”
· NYU School of Medicine. Next-Gen Star lecture. New York. NY. February 2016. “Maintaining our genome: whenever, wherever.”
· UT Austin. Austin. Tx. February 2015. “Telomere and DNA repair: Enemies with benefits”. 
· Temple University. Philadelphia. PA. December 2015. “Telomere and DNA repair: Enemies with benefits.”
· ETH Zurich. Switzerland. June 2015. “Using telomeres to uncover unlikely players in the DNA damage response.”
· Stem Cells and Cancer. Cell press. New York. NY. June 2015. “Using telomeres to uncover unlikely players in the DNA damage response.”
· Kimmel Stem Cell Center annual symposium. NY. April 2015. “Mammalian Polymerase Theta Promotes Alternative-NHEJ and Suppresses Recombination.”
· University of Pennsylvania. Epigenetics group. Philadelphia. PA. November 2014. “Polymerase Theta promotes alt-NHEJ and blocks Recombination.”
· University of Medicine and Dentistry of New Jersey. Newark, NJ. October 2012. “Shelterin-free telomeres: Putting an end to the end-protection problem.”

Scientific Meetings 


· Gordon Research Conference. Mammalian DNA repair. Ventura, CA. February 2025. “Engineering mtDNA Deletions by Reconstituting End-Joining in Human Mitochondria.”
· EMBO symposium: Aneuploidy and Chromosome Segregation meeting. Lake Maggiore, Italy. May 2025. “MMEJ chronicles: from mitosis to ecDNA.” 
· EMBO conference: The DNA damage response in cell physiology and disease. Sounio. Greece. October 2024. “Engineering mtDNA Deletions by Reconstituting End-Joining in Human Mitochondria.”
· Gordon Research Conference. Mutagenesis. Newry, Maine. June 2024. “Engineering precise mtDNA deletions through reconstituted end-joining in human mitochondria.”
· IMP-IMBA-BI Meeting on Safeguarding the Genome. Gumpoldskirchen, Austria. June 2024. “MMEJ chronicles: from mitosis to ecDNA.”
· EMBO Workshop on Telomere and Telomerase in health and disease. Rome. Italy. May 2024. “WIZ-mediated H3K9me of telomeres is critical for ALT.”
· EMBO| EMBL Symposium: The Ageing Genome: from Mechanism to Disease. Heidelberg. Germany. June 2023. “RHINO restricts MMEJ to mitosis.”
· AACR Annual Meeting. Orlando. FL. April 2023. “Targeting MMEJ for the treatment of HR deficient tumors.”
· Keystone Symposia on Mitochondrial Dysfunction: From Ultra-Rare Diseases to Aging / Molecular Basis of Healthy Aging. Breckenridge. CO. March 2023. “The outcome of mtDNA double-strand breaks.”
· Keystone Symposia on Genomic Instability and DNA Repair. Whistler. CA. March 2023. “Uncovering the mechanistic basis of MMEJ.”
· Cold Spring Harbor meeting on Genome Engineering: CRISPR Frontiers. Cold Spring Harbor, NY. August 2022. “Uncovering the mechanistic basis of MMEJ.”
· Arturo Falaschi Conference: At the intersection of DNA Replication and genome maintenance: from mechanisms to therapy. Trieste, Italy. July 2022. “Uncovering the mechanistic basis of MMEJ.”
· 86th Cold Spring Harbor Laboratory Symposium on Quantitative Biology and Genome Stability. Cold Spring Harbor, NY. June 2022. “Consequences of mitochondrial DNA breaks”
· Quinquennial Conference on Responses to DNA damage. Egmond an Zee, Netherlands. April 2022. “Uncovering the mechanistic basis of MMEJ.”
· Gordon Research Conference. Mammalian DNA repair. Ventura, CA. October 2021. “The transcriptional function of mammalian Rap1.”
· New York Academy of Sciences. Genome integrity focus group. New York. NY. April 2021. “Alternative splicing is a developmental switch for telomerase.” 
· Forbek Research Foundation meeting on Telomeres, Senescence, and Telomerase. Denver. CO. October 2019. “Single-molecule analysis of telomerase RNA in cancer cells.”
· EMBO conference: The DNA damage response in cell physiology and disease. Sounio. Greece. October 2019. “Nuclear sensing of mitochondrial DNA breaks enhances immune surveillance.”
· FASEB conference on Genetic Recombination and Genome Rearrangements. Steamboat Springs. CO. July 2019. “Nuclear sensing of mitochondrial DNA breaks enhances immune surveillance.” 
· Gordon Research Conference. Mammalian DNA repair. Ventura, CA. February 2019. “Telomerase dynamics in cancer cells.” 
· Keystone symposium. Keystone Symposium on DNA Replication and Genome Instability: From Mechanism to Disease. Snowbird. UT. January 2019.” Nuclear sensing of mtDNA breaks drives immune surveillance.” 
· Gordon Research Conference. Mutagenesis. Newry, Maine. June 2018. “Single-molecule analysis of telomerase RNA in cancer cells.”
· 4th Canadian symposium on telomere and genome integrity. Montreal, Canada. May 2018. “Maintaining our genomes: nuclear and mitochondrial.” Keynote speaker 
· University of Pennsylvania. Penn Genome Integrity Group (PGIG) Symposium. Philadelphia, PA. May 2018. “Single-molecule analysis of telomerase RNA in cancer cells”
· EMBO Meeting on Nuclear Dynamics. France. October 2017. “The helicase domain of Polθ counteracts RPA to promote alt-NHEJ.”
· The Salk Institute meeting on Mechanisms and Models of Cancer. San Diego, CA. August 2017. “The helicase domain of Polθ counteracts RPA to promote alt-NHEJ.”
· Cold Spring Harbor meeting on Genome Engineering: The CRISPR-Cas Revolution. Cold Spring Harbor, NY. July 2017. “The helicase domain of Polθ counteracts RPA to promote alt-NHEJ.”
· FASEB meeting on Mitochondrial Biogenesis and Dynamics in Health, Disease and Aging. West Palm Beach, FL. May 2017. “Uncovering the basis of the common deletion.”
· Cold Spring Harbor meeting on telomeres and telomerase. Cold Spring Harbor, NY. May 2016. “The helicase domain of Polθ counteracts RPA to promote alt-NHEJ.”
· Keystone Symposium on Genome instability and DNA repair. Santa Fe, NM. April 2017. “Uncovering the basis of the common deletion.”
· Gordon Research Conference. Mammalian DNA Repair. Ventura, CA. February 2017. “Single-molecule analysis of mtDNA replication reveals the basis of common deletion.”
· NIH/NCI conference on Nuclear Structure, Genome Integrity and Cancer. Bethesda, DC. December 2016. “Uncovering the basis of the mitochondrial common deletion.”
· Cold Spring Harbor Asia on telomere and telomerase. China. September 2016. “The Interplay between RPA and PolQ during DSB repair.”
· Gordon Research Conference. Girona. Spain. June 2016. “mtDNA Replication and Repair: A Modern Take.”
· Sixth International Symposium on Hereditary Breast and Ovarian Cancer. Montreal. Canada. May 2016. “PolQ and its potential therapeutic implications for BRCA related cancer.”
· Embo Meeting. Telomeres, Telomerase, and Disease. Liege. Belgium. May 2016. “Telomere replication stress induced by POT1 inactivation is a novel tumor-promoting mechanism.”
· ASBMB Annual Meeting. San Diego. CA. April 2016.  “Mammalian Polymerase Theta Promotes Alternative-NHEJ and Suppresses Recombination.”
· Gordon Research Conference. Chromosome Dynamics. Waterville Valley. NH. July 2015. “Using telomeres to uncover unlikely players in the DNA damage response.”
· Annual symposium on BRCA1 and BRCA2 research. Basser Research Center Philadelphia. PA. May 2015. “Using telomeres to uncover unlikely players in the DNA damage response.”
· New York Academy of Sciences meeting on Genome Integrity. New York, NY. October 2014. “Polymerase Theta promotes alt-NHEJ and blocks Recombination.”
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